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Invertebrate Identification — Metabarcoding (Mosquitoes)
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Metabarcoding:
Simultaneous molecular
identification of insects

(DNA barcoding)
through high throughput
DNA sequencing (NGS)
of bulk insect samples.
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Invertebrate ldentification — Hemiptera Metabarcoding
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Invertebrate ldentification — Hemiptera Metabarcoding
Insect Pools: 100 to 1000 insects
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Invertebrate Identification — Hemiptera Metabarcoding
Non-destructive DNA extractions

Before DNA extraction

After DNA extraction
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Invertebrate ldentification — Hemiptera Metabarcoding
Insect Pools: DNA Sequencing

Reads of target species in mock communities
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Invertebrate ldentification — Hemiptera Metabarcoding
Field Samples: Collection
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